Report

GCF_002207925.1_PAV_r1.0_genomic
# contigs (>= 0 bp) 10148
# contigs (>= 1000 bp) 10148
# contigs (>= 5000 bp) 3061
# contigs (>= 10000 bp) 2456
# contigs (>= 25000 bp) 1618
# contigs (>= 50000 bp) 1126
Total length (>= 0 bp) 272361615
Total length (>= 1000 bp) 272361615
Total length (>= 5000 bp) 258688931
Total length (>= 10000 bp) 254629135
Total length (>= 25000 bp) 240665495
Total length (>= 50000 bp) 223031660
# contigs 10148
Largest contig 1460269
Total length 272361615
GC (%) 37.72
N50 219566
N90 19672
auN 311666.0
L50 316
L90 1821
# N's per 100 kbp 9385.75

All statistics are based on contigs of size >= 500 bp, unless otherwise noted
(e.g., "# contigs (>= 0 bp)" and "Total length (>= 0 bp)" include all contigs).
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Cumulative length
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GCF_002207925.1_PAV _r1.0_genomic GC content
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